
0 25 50 75 100 125 150 175 200
HPA v23 normal-tissue RNA (nTPM)

placenta

urinary bladder

seminal vesicle

kidney

salivary gland

breast

lung

vagina

esophagus

pituitary gland

pancreas

prostate

196.9

21.9

6.4

6.4

5

2.4

2.1

1.5

1.5

1.4

1.4

1.3

VGLL1: strongest normal-tissue RNA signals
Placental enrichment coexists with expression outside the core tissues


