Core CTAs - HPA v23 - RNA tissue scope: core

Default-panel retention by source

da Silva 2017 515/1066
Wang 2016 408/994
Chang 2019 449/986
Gong 2021 466/733
Bruggeman 2018 40/692
Jamin 2021 55/481
Loriot 2025 138/215
Carter 2023 86/103
Seager 2024 @ 13/15
Bai 2016 1 1/1
Il default panel
[ not retained
(I) 2(|)0 4(|)0 6(|)0 8(|)O 1 0|00 1 2|00

genes



