Extended reproductive CTAs - HPA v23 - RNA tissue scope: extended

Default-panel outcomes by source

da Silva 2017 554/1066

Wang 2016 453/994

Chang 2019 482/986

Gong 2021 492/733

Jamin 2021 55/481
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Carter 2023 I 88/103

Seager 2024

Il default panel
" HPA pass, outside default
[0 family / HPA exclusion

Bai 2016

0 200 400 600 800 1000 1200
genes



