Extended reproductive CTAs - HPA v23 - RNA tissue scope: extended

Ten selected papers: full lists through curation

Jamin 2021

Chang 2019

Wang 2016

Bruggeman 2018

Gong 2021
Carter 2023
Bai 2016
Seager 2024
Loriot 2025 144
da Silva 2017 554
UniqueI source Uniqule IDs Proltein Farlnily HII:’A Deflalult
identities mapped coding filter restriction rules

Counts after each stage; shading is the fraction retained within that source

Source identities collapse mapped aliases and repeated entries across tables within each paper; unresolved probes remain upstream.
Paper lists overlap and must not be summed. RNA/protein nomination does not establish HLA presentation.



